ABSTRACT Campylobacter jejuni is a major zoonotic pathogen that causes foodborne gastroenteritis worldwide. However, clinical cases of campylobacteriosis have been underreported and underdiagnosed in Brazil. Herein, we describe the draft genome sequences of 116 C. jejuni strains isolated from diverse sources in Brazil.
Accession number(s).
The draft genome sequences for the 116 Campylobacter jejuni isolates reported here are available in GenBank under the accession numbers listed in Table 1 . 
ACKNOWLEDGMENTS

